
GO:0006139
nucleobase−containing compound metabolic process

0.364445
104 / 2530

GO:0006351
transcription, DNA−templated

0.000899
82 / 1474

GO:0006355
regulation of transcription, DNA−templated

0.000329
80 / 1384

GO:0006725
cellular aromatic compound metabolic process

0.535024
117 / 2954

GO:0006807
nitrogen compound metabolic process

0.575457
121 / 3079

GO:0008150
biological_process

1.000000
490 / 12330

GO:0008152
metabolic process

0.001951
313 / 7090

GO:0009058
biosynthetic process

0.492807
158 / 3960

GO:0009059
macromolecule biosynthetic process

0.366370
105 / 2556

GO:0009743
response to carbohydrate

0.051205
15 / 237

GO:0009746
response to hexose

0.000344
13 / 108

GO:0009750
response to fructose

0.000246
12 / 91

GO:0009889
regulation of biosynthetic process

0.000601
87 / 1563

GO:0009987
cellular process

0.412727
301 / 7502

GO:0010033
response to organic substance

0.022946
78 / 1578

GO:0010467
gene expression

0.034672
92 / 1936

GO:0010468
regulation of gene expression

0.000966
85 / 1543

GO:0010556
regulation of macromolecule biosynthetic process

0.000426
83 / 1460

GO:0016070
RNA metabolic process

0.067027
92 / 1998

GO:0018130
heterocycle biosynthetic process

0.011692
91 / 1827

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.000763
82 / 1466

GO:0019222
regulation of metabolic process

0.015063
96 / 1961

GO:0019438
aromatic compound biosynthetic process

0.013941
95 / 1932

GO:0031323
regulation of cellular metabolic process

0.004729
87 / 1676

GO:0031326
regulation of cellular biosynthetic process

0.000737
83 / 1486

GO:0032774
RNA biosynthetic process

0.000936
82 / 1476

GO:0034284
response to monosaccharide

0.000491
13 / 112

GO:0034641
cellular nitrogen compound metabolic process

0.535469
111 / 2803

GO:0034645
cellular macromolecule biosynthetic process

0.317547
104 / 2502

GO:0034654
nucleobase−containing compound biosynthetic process

0.003152
85 / 1607

GO:0042221
response to chemical

0.012007
104 / 2129

GO:0043170
macromolecule metabolic process

0.413395
187 / 4636

GO:0044237
cellular metabolic process

0.465600
239 / 5978

GO:0044238
primary metabolic process

0.276057
243 / 5940

GO:0044249
cellular biosynthetic process

0.563017
144 / 3652

GO:0044260
cellular macromolecule metabolic process

0.377659
177 / 4361

GO:0044271
cellular nitrogen compound biosynthetic process

0.006531
91 / 1787

GO:0046483
heterocycle metabolic process

0.415200
114 / 2809

GO:0050789
regulation of biological process

0.067656
148 / 3347

GO:0050794
regulation of cellular process

0.063134
130 / 2902

GO:0050896
response to stimulus

0.099348
168 / 3888

GO:0051171
regulation of nitrogen compound metabolic process

0.001189
82 / 1488

GO:0051252
regulation of RNA metabolic process

0.000266
81 / 1396

GO:0060255
regulation of macromolecule metabolic process

0.006872
86 / 1677

GO:0065007
biological regulation

0.026989
165 / 3655

GO:0071704
organic substance metabolic process

0.232685
262 / 6381

GO:0080090
regulation of primary metabolic process

0.002927
89 / 1692

GO:0090304
nucleic acid metabolic process

0.204889
99 / 2304

GO:0097659
nucleic acid−templated transcription

0.000899
82 / 1474

GO:1901360
organic cyclic compound metabolic process

0.463656
124 / 3088

GO:1901362
organic cyclic compound biosynthetic process

0.022184
100 / 2085

GO:1901576
organic substance biosynthetic process

0.536457
153 / 3862

GO:1901700
response to oxygen−containing compound

0.045224
67 / 1377

GO:1903506
regulation of nucleic acid−templated transcription

0.000329
80 / 1384

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.000426
83 / 1460

GO:2001141
regulation of RNA biosynthetic process

0.000329
80 / 1384


