
GO:0003674
molecular_function

1.000000
281 / 12036

GO:0003824
catalytic activity

0.158173
96 / 3761

GO:0004364
glutathione transferase activity

1.10e−05
7 / 34

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.101157
8 / 202

GO:0004568
chitinase activity

3.29e−05
5 / 17

GO:0005488
binding

0.674232
102 / 4504

GO:0005506
iron ion binding

0.000800
13 / 199

GO:0016740
transferase activity

0.144110
34 / 1208

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000576
7 / 62

GO:0016787
hydrolase activity

0.915166
25 / 1352

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.121402
8 / 211

GO:0033218
amide binding

0.002137
4 / 24

GO:0042277
peptide binding

0.000854
4 / 19

GO:0043167
ion binding
0.801650
48 / 2271

GO:0043169
cation binding

0.289818
34 / 1316

GO:0046872
metal ion binding

0.165849
34 / 1227

GO:0046914
transition metal ion binding

0.146396
28 / 974


