
GO:0006139
nucleobase−containing compound metabolic process

2.94e−05
1492 / 3088

GO:0006259
DNA metabolic process

2.55e−09
361 / 639

GO:0006260
DNA replication

2.37e−19
211 / 299

GO:0006325
chromatin organization

7.28e−10
292 / 499

GO:0006464
cellular protein modification process

0.01207
732 / 1528

GO:0006479
protein methylation

1.43e−18
203 / 288

GO:0006725
cellular aromatic compound metabolic process

7.86e−08
1689 / 3449

GO:0006807
nitrogen compound metabolic process

2.48e−08
1766 / 3604

GO:0006996
organelle organization

5.18e−12
816 / 1530

GO:0008150
biological_process

1.00000
5545 / 12272

GO:0008152
metabolic process

0.09141
3202 / 7005

GO:0008213
protein alkylation

1.43e−18
203 / 288

GO:0009058
biosynthetic process

2.52e−05
1997 / 4184

GO:0009059
macromolecule biosynthetic process

0.31581
1250 / 2741

GO:0009987
cellular process

0.02380
3380 / 7361

GO:0016043
cellular component organization

7.44e−12
1118 / 2159

GO:0016568
chromatin modification

5.57e−14
261 / 413

GO:0016569
covalent chromatin modification

1.43e−14
247 / 384

GO:0016570
histone modification

1.34e−15
225 / 339

GO:0016571
histone methylation

6.43e−18
197 / 280

GO:0018022
peptidyl−lysine methylation

< 1e−20
178 / 232

GO:0018193
peptidyl−amino acid modification

1.43e−11
216 / 343

GO:0018205
peptidyl−lysine modification

6.30e−13
197 / 301

GO:0019538
protein metabolic process

0.99999
1070 / 2584

GO:0032259
methylation
5.72e−08
294 / 519

GO:0034641
cellular nitrogen compound metabolic process

1.57e−06
1626 / 3344

GO:0034645
cellular macromolecule biosynthetic process

0.33841
1225 / 2689

GO:0034968
histone lysine methylation

< 1e−20
177 / 231

GO:0036211
protein modification process

0.01207
732 / 1528

GO:0043170
macromolecule metabolic process

0.80395
2163 / 4837

GO:0043412
macromolecule modification

0.08945
873 / 1872

GO:0043414
macromolecule methylation

4.36e−08
291 / 512

GO:0043933
macromolecular complex subunit organization

4.79e−07
507 / 960

GO:0044237
cellular metabolic process

0.09929
2775 / 6062

GO:0044238
primary metabolic process

0.29398
2731 / 6010

GO:0044249
cellular biosynthetic process

8.30e−05
1864 / 3910

GO:0044260
cellular macromolecule metabolic process

0.75426
2057 / 4592

GO:0044267
cellular protein metabolic process

0.99999
981 / 2378

GO:0044699
single−organism process

1.31e−14
3083 / 6358

GO:0044710
single−organism metabolic process

6.49e−11
1843 / 3717

GO:0044763
single−organism cellular process

6.70e−13
2423 / 4937

GO:0046483
heterocycle metabolic process

6.50e−07
1629 / 3341

GO:0051276
chromosome organization

1.61e−05
353 / 665

GO:0051567
histone H3−K9 methylation

< 1e−20
141 / 175

GO:0061647
histone H3−K9 modification

< 1e−20
141 / 175

GO:0071704
organic substance metabolic process

0.13953
2923 / 6402

GO:0071840
cellular component organization or biogenesis

6.71e−13
1275 / 2473

GO:0090304
nucleic acid metabolic process

0.00358
1310 / 2761

GO:1901360
organic cyclic compound metabolic process

2.98e−07
1723 / 3536

GO:1901576
organic substance biosynthetic process

9.35e−06
1958 / 4086

GO:1902589
single−organism organelle organization

5.66e−07
469 / 883


