
GO:0003674
molecular_function

1.000000
519 / 12691

GO:0003824
catalytic activity

0.005278
193 / 4050

GO:0004364
glutathione transferase activity

1.34e−09
12 / 31

GO:0005488
binding

0.206605
211 / 4930

GO:0016740
transferase activity

0.004647
75 / 1366

GO:0016757
transferase activity, transferring glycosyl groups

0.000198
21 / 215

GO:0016758
transferase activity, transferring hexosyl groups

9.99e−06
20 / 162

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

1.11e−06
12 / 53

GO:0020037
heme binding

7.77e−06
24 / 215

GO:0046906
tetrapyrrole binding

5.59e−07
28 / 240

GO:0097159
organic cyclic compound binding

0.888844
122 / 3261

GO:1901363
heterocyclic compound binding

0.884051
122 / 3255


