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anion transmembrane transporter activity
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inorganic anion transmembrane transporter activity
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oxidoreductase activity
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oxidoreductase activity, acting on NAD(P)H
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oxidoreductase activity, acting on a sulfur group of donors
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25 / 165

GO:0016668
oxidoreductase activity, acting on a sulfur group of donors,...
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transferase activity
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transferase activity, transferring glycosyl groups
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transferase activity, transferring hexosyl groups
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transmembrane transporter activity

1.95e−05
78 / 558
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substrate−specific transmembrane transporter activity
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GO:0022892
substrate−specific transporter activity
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protein−disulfide reductase activity
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