
GO:0003674
molecular_function

1.000000
3769 / 9786

GO:0003676
nucleic acid binding

0.000965
621 / 1472

GO:0003723
RNA binding

0.000225
193 / 411

GO:0003735
structural constituent of ribosome

< 1e−20
192 / 279

GO:0005198
structural molecule activity

< 1e−20
215 / 331

GO:0005488
binding

0.001861
1765 / 4401

GO:0005515
protein binding

9.3e−08
575 / 1271

GO:0046982
protein heterodimerization activity

0.000785
19 / 27

GO:0046983
protein dimerization activity

0.015504
69 / 145

GO:0097159
organic cyclic compound binding

0.017882
1118 / 2783

GO:1901363
heterocyclic compound binding

0.018084
1114 / 2773


