
GO:0000166

nucleotide binding

0.953972

43 / 2282

GO:0001882

nucleoside binding

0.826723

33 / 1620

GO:0001883

purine nucleoside binding

0.821517

33 / 1615

GO:0003674

molecular_function

1.000000

305 / 13048

GO:0003824

catalytic activity

0.000934

148 / 5177

GO:0004364

glutathione transferase activity

1.11e−05

7 / 34

GO:0004553

hydrolase activity, hydrolyzing O−glycosyl compounds

0.000209

14 / 196

GO:0004806

triglyceride lipase activity

0.000810

5 / 32

GO:0005488

binding

0.966217

131 / 6256

GO:0016298

lipase activity

0.002824

7 / 81

GO:0016740

transferase activity

0.172451

55 / 2077

GO:0016765

transferase activity, transferring alkyl or aryl (other than...

0.001111

7 / 69

GO:0016787

hydrolase activity

0.054079

52 / 1788

GO:0016788

hydrolase activity, acting on ester bonds

0.384085

14 / 540

GO:0016798

hydrolase activity, acting on glycosyl bonds

0.000367

14 / 207

GO:0017076

purine nucleotide binding

0.825691

33 / 1619

GO:0030554

adenyl nucleotide binding

0.576311

33 / 1440

GO:0032549

ribonucleoside binding

0.825691

33 / 1619

GO:0032550

purine ribonucleoside binding

0.821517

33 / 1615

GO:0032553

ribonucleotide binding

0.793689

34 / 1635

GO:0032555

purine ribonucleotide binding

0.822567

33 / 1616

GO:0032559

adenyl ribonucleotide binding

0.574623

33 / 1439

GO:0036094

small molecule binding

0.972686

43 / 2351

GO:0043167

ion binding

0.752259

75 / 3410

GO:0043168

anion binding

0.745552

42 / 1952

GO:0043531

ADP binding

6.64e−05

11 / 113

GO:0052689

carboxylic ester hydrolase activity

0.006813

7 / 95

GO:0097159

organic cyclic compound binding

0.869686

86 / 4041

GO:0097367

carbohydrate derivative binding

0.708225

36 / 1657

GO:1901265

nucleoside phosphate binding

0.953972

43 / 2282

GO:1901363

heterocyclic compound binding

0.861512

86 / 4028


