
GO:0000166
nucleotide binding

0.046560
42 / 1412

GO:0001882
nucleoside binding

0.133146
30 / 1058

GO:0001883
purine nucleoside binding

0.133146
30 / 1058

GO:0003674
molecular_function

1.000000
259 / 11268

GO:0003824
catalytic activity

0.000151
114 / 3737

GO:0004364
glutathione transferase activity

1.71e−05
6 / 25

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.000640
14 / 223

GO:0005488
binding

0.026446
117 / 4411

GO:0016740
transferase activity

0.430084
34 / 1422

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.001892
6 / 57

GO:0016787
hydrolase activity

0.013715
42 / 1299

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.000942
14 / 232

GO:0017076
purine nucleotide binding

0.136476
30 / 1061

GO:0030554
adenyl nucleotide binding

0.070012
29 / 950

GO:0032549
ribonucleoside binding

0.133146
30 / 1058

GO:0032550
purine ribonucleoside binding

0.133146
30 / 1058

GO:0032553
ribonucleotide binding

0.105180
31 / 1070

GO:0032555
purine ribonucleotide binding

0.134251
30 / 1059

GO:0032559
adenyl ribonucleotide binding

0.070012
29 / 950

GO:0036094
small molecule binding

0.066938
42 / 1452

GO:0043167
ion binding
0.015603
73 / 2520

GO:0043168
anion binding

0.034335
40 / 1304

GO:0043531
ADP binding

8.83e−06
12 / 111

GO:0097159
organic cyclic compound binding

0.076934
73 / 2728

GO:0097367
carbohydrate derivative binding

0.025007
35 / 1086

GO:1901265
nucleoside phosphate binding

0.046560
42 / 1412

GO:1901363
heterocyclic compound binding

0.072091
73 / 2718


