
GO:0003674
molecular_function

1.000000
29 / 11364

GO:0003824
catalytic activity

0.025931
17 / 4443

GO:0004601
peroxidase activity

0.003962
2 / 37

GO:0005488
binding

0.521166
14 / 5350

GO:0016209
antioxidant activity

0.007140
2 / 50

GO:0016491
oxidoreductase activity

0.000274
8 / 702

GO:0016684
oxidoreductase activity, acting on peroxide as acceptor

0.003962
2 / 37

GO:0016740
transferase activity

0.508825
5 / 1826

GO:0016757
transferase activity, transferring glycosyl groups

0.009741
4 / 334

GO:0016758
transferase activity, transferring hexosyl groups

0.101308
2 / 212

GO:0016759
cellulose synthase activity

0.001539
2 / 23

GO:0020037
heme binding

0.000302
4 / 129

GO:0046527
glucosyltransferase activity

0.015161
2 / 74

GO:0046906
tetrapyrrole binding

0.000380
4 / 137

GO:0097159
organic cyclic compound binding

0.524619
9 / 3417

GO:1901363
heterocyclic compound binding

0.520463
9 / 3407


