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0.814613
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0.000357
6 / 13

GO:0016740
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156 / 1950

GO:0016757
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45 / 343
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0.004725
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xyloglucan:xyloglucosyl transferase activity

1.46e−05
9 / 20
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sequence−specific DNA binding

9.65e−05
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tetrapyrrole binding
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organic cyclic compound binding
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heterocyclic compound binding
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301 / 3797


