
GO:0003674
molecular_function

1.00000
163 / 9864

GO:0003824
catalytic activity

0.13182
73 / 3967

GO:0008168
methyltransferase activity

0.59323
2 / 120

GO:0008170
N−methyltransferase activity

0.07278
2 / 27

GO:0008276
protein methyltransferase activity

0.06354
2 / 25

GO:0008757
S−adenosylmethionine−dependent methyltransferase activity

0.19393
2 / 49

GO:0016278
lysine N−methyltransferase activity

0.03492
2 / 18

GO:0016279
protein−lysine N−methyltransferase activity

0.03492
2 / 18

GO:0016491
oxidoreductase activity

0.17957
15 / 699

GO:0016638
oxidoreductase activity, acting on the CH−NH2 group of donor...

0.00615
3 / 23

GO:0016740
transferase activity

0.04903
35 / 1609

GO:0016741
transferase activity, transferring one−carbon groups

0.61990
2 / 126

GO:0016746
transferase activity, transferring acyl groups

0.05147
5 / 122

GO:0016747
transferase activity, transferring acyl groups other than am...

0.02484
5 / 100

GO:0016829
lyase activity

0.26493
4 / 158

GO:0016835
carbon−oxygen lyase activity

0.09556
3 / 66

GO:0016836
hydro−lyase activity

0.02123
3 / 36

GO:0018024
histone−lysine N−methyltransferase activity

0.03137
2 / 17

GO:0042054
histone methyltransferase activity

0.03137
2 / 17


