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catalytic activity
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binding
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337 / 5912
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protein binding

0.013412
105 / 1486

GO:0008194
UDP−glycosyltransferase activity

0.089535
14 / 164

GO:0016740
transferase activity

0.136656
127 / 2018

GO:0016757
transferase activity, transferring glycosyl groups

0.137385
28 / 392
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transferase activity, transferring hexosyl groups

0.084336
21 / 265
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isomerase activity
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intramolecular oxidoreductase activity

0.010313
6 / 33
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polygalacturonate 4−alpha−galacturonosyltransferase activity
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6 / 19
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unfolded protein binding

0.006416
11 / 81


