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endopeptidase activity

0.04686
11 / 174
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cysteine−type endopeptidase activity
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protein binding
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chitin binding
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peptidase activity
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cysteine−type peptidase activity
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GO:0016787
hydrolase activity
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small molecule binding
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ion binding
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anion binding
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cofactor binding
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GO:0050660
flavin adenine dinucleotide binding

0.01768
8 / 93

GO:0050662
coenzyme binding

0.11557
11 / 205

GO:0051082
unfolded protein binding

0.02259
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GO:0070011
peptidase activity, acting on L−amino acid peptides
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17 / 296

GO:0097159
organic cyclic compound binding
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GO:0097367
carbohydrate derivative binding

0.51246
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nucleoside phosphate binding
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heterocyclic compound binding
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