
GO:0001510
RNA methylation

1.94e−11
116 / 166

GO:0006139
nucleobase−containing compound metabolic process

0.005998
1160 / 2491

GO:0006412
translation
4.79e−10
267 / 457

GO:0006725
cellular aromatic compound metabolic process

0.007076
1355 / 2927

GO:0006807
nitrogen compound metabolic process

0.000287
1453 / 3094

GO:0006996
organelle organization

7.92e−08
713 / 1401

GO:0007030
Golgi organization

5.79e−11
107 / 152

GO:0008150
biological_process

1.000000
4632 / 10441

GO:0008152
metabolic process

2.43e−06
3070 / 6668

GO:0009058
biosynthetic process

4.06e−06
1909 / 4053

GO:0009059
macromolecule biosynthetic process

0.006847
1094 / 2347

GO:0009451
RNA modification

1.71e−08
157 / 255

GO:0009987
cellular process

0.000121
3200 / 7015

GO:0010035
response to inorganic substance

6.50e−06
473 / 923

GO:0010038
response to metal ion

4.96e−09
263 / 457

GO:0010256
endomembrane system organization

7.56e−11
117 / 170

GO:0010467
gene expression

0.000120
926 / 1923

GO:0016043
cellular component organization

5.29e−07
1057 / 2155

GO:0016070
RNA metabolic process

0.008460
878 / 1873

GO:0019538
protein metabolic process

3.32e−08
1264 / 2581

GO:0032259
methylation
1.13e−05
212 / 385

GO:0034641
cellular nitrogen compound metabolic process

0.001141
1310 / 2797

GO:0034645
cellular macromolecule biosynthetic process

0.004495
1070 / 2287

GO:0042221
response to chemical

0.000231
1050 / 2202

GO:0043170
macromolecule metabolic process

2.57e−05
2008 / 4297

GO:0043412
macromolecule modification

0.000214
830 / 1720

GO:0043414
macromolecule methylation

3.57e−05
206 / 378

GO:0044237
cellular metabolic process

2.79e−07
2698 / 5796

GO:0044238
primary metabolic process

6.89e−08
2642 / 5654

GO:0044249
cellular biosynthetic process

2.64e−06
1758 / 3712

GO:0044260
cellular macromolecule metabolic process

7.48e−05
1883 / 4032

GO:0044267
cellular protein metabolic process

2.46e−07
1154 / 2359

GO:0046483
heterocycle metabolic process

0.003283
1298 / 2787

GO:0050896
response to stimulus

0.000911
1741 / 3752

GO:0071704
organic substance metabolic process

8.16e−08
2831 / 6085

GO:0071840
cellular component organization or biogenesis

4.16e−08
1179 / 2398

GO:0090304
nucleic acid metabolic process

0.026202
982 / 2123

GO:1901360
organic cyclic compound metabolic process

0.003269
1429 / 3078

GO:1901576
organic substance biosynthetic process

2.06e−05
1831 / 3899


