
GO:0003674
molecular_function

1.000000
4463 / 10103

GO:0003676
nucleic acid binding

0.028984
658 / 1414

GO:0003723
RNA binding

2.98e−05
250 / 469

GO:0003735
structural constituent of ribosome

4.34e−09
183 / 302

GO:0004857
enzyme inhibitor activity

0.019200
37 / 64

GO:0005198
structural molecule activity

9.82e−06
214 / 390

GO:0005488
binding

0.132477
2192 / 4898

GO:0030234
enzyme regulator activity

0.037659
67 / 128

GO:0030414
peptidase inhibitor activity

0.000109
16 / 18

GO:0061134
peptidase regulator activity

0.000109
16 / 18

GO:0097159
organic cyclic compound binding

0.421519
1359 / 3065

GO:0098772
molecular function regulator

0.159815
70 / 144

GO:1901363
heterocyclic compound binding

0.414338
1355 / 3055


