
GO:0003674
molecular_function

1.000000
375 / 8958

GO:0003824
catalytic activity

0.633905
150 / 3648

GO:0005215
transporter activity

0.250419
27 / 561

GO:0005216
ion channel activity

0.002569
6 / 34

GO:0005244
voltage−gated ion channel activity

0.000510
5 / 17

GO:0005488
binding

0.541144
167 / 4001

GO:0005515
protein binding

0.095971
56 / 1128

GO:0008017
microtubule binding

0.000889
6 / 28

GO:0008092
cytoskeletal protein binding

0.003911
9 / 75

GO:0015075
ion transmembrane transporter activity

0.020665
20 / 292

GO:0015267
channel activity

0.005027
7 / 51

GO:0015631
tubulin binding

0.000354
7 / 33

GO:0016874
ligase activity

0.007197
10 / 97

GO:0016879
ligase activity, forming carbon−nitrogen bonds

0.001486
8 / 53

GO:0022803
passive transmembrane transporter activity

0.005027
7 / 51

GO:0022832
voltage−gated channel activity

0.000510
5 / 17

GO:0022836
gated channel activity

0.003977
5 / 26

GO:0022838
substrate−specific channel activity

0.005027
7 / 51

GO:0022857
transmembrane transporter activity

0.146556
23 / 435

GO:0022891
substrate−specific transmembrane transporter activity

0.051511
22 / 363

GO:0022892
substrate−specific transporter activity

0.049687
25 / 422

GO:0032403
protein complex binding

0.005939
6 / 40

GO:0044877
macromolecular complex binding

0.017002
7 / 64


