
GO:0000271
polysaccharide biosynthetic process

0.000192
33 / 415

GO:0000723
telomere maintenance

0.001628
7 / 43

GO:0005975
carbohydrate metabolic process

0.012690
58 / 1060

GO:0005976
polysaccharide metabolic process

0.002685
34 / 503

GO:0006139
nucleobase−containing compound metabolic process

0.497485
115 / 2805

GO:0006259
DNA metabolic process

0.124119
28 / 545

GO:0006725
cellular aromatic compound metabolic process

0.245847
135 / 3135

GO:0006807
nitrogen compound metabolic process

0.240748
143 / 3324

GO:0006950
response to stress

0.541009
75 / 1847

GO:0006974
cellular response to DNA damage stimulus

0.119285
13 / 221

GO:0006996
organelle organization

0.371853
58 / 1356

GO:0008150
biological_process

1.000000
487 / 11928

GO:0008152
metabolic process

0.538031
284 / 6968

GO:0009058
biosynthetic process

0.481275
166 / 4043

GO:0009059
macromolecule biosynthetic process

0.177383
112 / 2531

GO:0009892
negative regulation of metabolic process

0.045252
27 / 469

GO:0009987
cellular process

0.010560
320 / 7233

GO:0010467
gene expression

0.473420
88 / 2132

GO:0010468
regulation of gene expression

0.289138
63 / 1437

GO:0010605
negative regulation of macromolecule metabolic process

0.022241
26 / 419

GO:0010629
negative regulation of gene expression

0.019203
24 / 374

GO:0016043
cellular component organization

0.126786
92 / 2014

GO:0016051
carbohydrate biosynthetic process

0.005657
37 / 587

GO:0016458
gene silencing

0.007263
22 / 306

GO:0019222
regulation of metabolic process

0.142529
83 / 1817

GO:0031047
gene silencing by RNA

0.000376
22 / 242

GO:0032200
telomere organization

0.001628
7 / 43

GO:0032844
regulation of homeostatic process

8.03e−05
8 / 36

GO:0033554
cellular response to stress

0.289847
27 / 588

GO:0034641
cellular nitrogen compound metabolic process

0.273114
131 / 3058

GO:0042592
homeostatic process

0.000312
23 / 255

GO:0043170
macromolecule metabolic process

0.541333
186 / 4571

GO:0043247
telomere maintenance in response to DNA damage

0.000307
7 / 33

GO:0044237
cellular metabolic process

0.387633
243 / 5864

GO:0044238
primary metabolic process

0.499144
241 / 5890

GO:0044260
cellular macromolecule metabolic process

0.586393
174 / 4306

GO:0044699
single−organism process

0.033159
285 / 6485

GO:0044710
single−organism metabolic process

0.119997
166 / 3764

GO:0044711
single−organism biosynthetic process

0.127937
94 / 2062

GO:0044723
single−organism carbohydrate metabolic process

0.010882
46 / 798

GO:0044763
single−organism cellular process

0.002570
233 / 4961

GO:0046483
heterocycle metabolic process

0.276016
131 / 3060

GO:0048519
negative regulation of biological process

0.146805
33 / 668

GO:0050789
regulation of biological process

0.097148
132 / 2924

GO:0050896
response to stimulus

0.068292
150 / 3307

GO:0051276
chromosome organization

0.164098
28 / 564

GO:0051716
cellular response to stimulus

0.343008
62 / 1439

GO:0060249
anatomical structure homeostasis

0.001869
7 / 44

GO:0060255
regulation of macromolecule metabolic process

0.413874
66 / 1568

GO:0065007
biological regulation

0.007221
154 / 3179

GO:0065008
regulation of biological quality

0.002937
44 / 702

GO:0071704
organic substance metabolic process

0.234660
265 / 6287

GO:0071840
cellular component organization or biogenesis

0.042137
109 / 2293

GO:0090304
nucleic acid metabolic process

0.467274
103 / 2495

GO:1901360
organic cyclic compound metabolic process

0.315475
139 / 3280

GO:1901576
organic substance biosynthetic process

0.387142
163 / 3910

GO:1902589
single−organism organelle organization

0.047970
41 / 770


