
GO:0003674
molecular_function

1.00000
320 / 10791

GO:0003676
nucleic acid binding

0.10455
54 / 1541

GO:0003723
RNA binding

0.21569
16 / 433

GO:0003727
single−stranded RNA binding

0.06304
3 / 31

GO:0003743
translation initiation factor activity

0.00781
6 / 59

GO:0003824
catalytic activity

0.41401
132 / 4372

GO:0005488
binding
0.08740

161 / 5010

GO:0008135
translation factor activity, nucleic acid binding

0.03830
6 / 84

GO:0008187
poly−pyrimidine tract binding

0.01290
3 / 17

GO:0008266
poly(U) RNA binding

0.01290
3 / 17

GO:0016491
oxidoreductase activity

0.05898
33 / 841

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.05274
7 / 114

GO:0016616
oxidoreductase activity, acting on the CH−OH group of donors...

0.02627
7 / 98

GO:0030145
manganese ion binding

0.00677
4 / 26

GO:0043167
ion binding

0.41170
81 / 2660

GO:0043169
cation binding

0.17496
47 / 1383

GO:0046872
metal ion binding

0.13448
45 / 1287

GO:0046914
transition metal ion binding

0.55027
30 / 1021

GO:0097159
organic cyclic compound binding

0.24957
103 / 3273

GO:1901363
heterocyclic compound binding

0.28119
102 / 3266


