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purine ribonucleotide binding
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guanyl ribonucleotide binding
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purine ribonucleoside triphosphate binding
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small molecule binding
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ion binding
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anion binding
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adenylyltransferase activity
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organic cyclic compound binding
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carbohydrate derivative binding
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nucleoside phosphate binding
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33 / 1605

GO:1901363
heterocyclic compound binding
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