
GO:0001871
pattern binding

0.00601
2 / 10

GO:0003674
molecular_function

1.00000
77 / 6419

GO:0003824
catalytic activity

0.04140
40 / 2668

GO:0005488
binding
0.25077

41 / 3132

GO:0016209
antioxidant activity

0.00787
4 / 66

GO:0016491
oxidoreductase activity

0.01775
12 / 511

GO:0016684
oxidoreductase activity, acting on peroxide as acceptor

0.00411
4 / 55

GO:0020037
heme binding

0.00357
6 / 124

GO:0030246
carbohydrate binding

0.16161
2 / 60

GO:0030247
polysaccharide binding

0.00601
2 / 10

GO:0046906
tetrapyrrole binding

0.00787
6 / 146

GO:0097159
organic cyclic compound binding

0.79316
23 / 2158

GO:1901363
heterocyclic compound binding

0.79150
23 / 2156


