
GO:0000975
regulatory region DNA binding

0.006917
7 / 22

GO:0001067
regulatory region nucleic acid binding

0.006917
7 / 22

GO:0003674
molecular_function

1.000000
1003 / 9222

GO:0003676
nucleic acid binding

0.519635
144 / 1325

GO:0003677
DNA binding

0.391125
97 / 866

GO:0003824
catalytic activity

0.929106
331 / 3231

GO:0005488
binding

0.894752
413 / 3963

GO:0005515
protein binding

0.126475
130 / 1089

GO:0016491
oxidoreductase activity

0.380030
71 / 628

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.110745
19 / 130

GO:0016671
oxidoreductase activity, acting on a sulfur group of donors,...

0.000113
9 / 20

GO:0031072
heat shock protein binding

0.006055
13 / 56

GO:0044212
transcription regulatory region DNA binding

0.006917
7 / 22

GO:0097159
organic cyclic compound binding

0.910527
258 / 2532

GO:1901363
heterocyclic compound binding

0.905184
258 / 2528


