
GO:0006139
nucleobase−containing compound metabolic process

0.120571
182 / 2039

GO:0006351
transcription, DNA−templated

0.007841
111 / 1082

GO:0006352
DNA−templated transcription, initiation

4.37e−05
8 / 18

GO:0006605
protein targeting

0.002464
46 / 365

GO:0006626
protein targeting to mitochondrion

5.94e−05
18 / 79

GO:0006725
cellular aromatic compound metabolic process

0.144035
201 / 2278

GO:0006807
nitrogen compound metabolic process

0.122424
209 / 2359

GO:0006810
transport
0.466704

104 / 1243

GO:0006839
mitochondrial transport

0.001432
18 / 101

GO:0006886
intracellular protein transport

0.000707
54 / 421

GO:0006996
organelle organization

0.053427
89 / 914

GO:0007005
mitochondrion organization

5.86e−05
19 / 86

GO:0008104
protein localization

0.000711
62 / 500

GO:0008150
biological_process

1.000000
722 / 8726

GO:0008152
metabolic process

0.617956
408 / 4971

GO:0009058
biosynthetic process

0.961611
228 / 3010

GO:0009059
macromolecule biosynthetic process

0.728255
153 / 1922

GO:0009987
cellular process

0.413062
440 / 5278

GO:0010467
gene expression

0.118594
147 / 1627

GO:0015031
protein transport

0.000573
61 / 486

GO:0016043
cellular component organization

0.333347
121 / 1408

GO:0016070
RNA metabolic process

0.009800
155 / 1583

GO:0016482
cytoplasmic transport

0.000555
41 / 293

GO:0018130
heterocycle biosynthetic process

0.032899
132 / 1378

GO:0019438
aromatic compound biosynthetic process

0.044264
136 / 1439

GO:0032774
RNA biosynthetic process

0.008288
111 / 1084

GO:0033036
macromolecule localization

0.004329
68 / 601

GO:0033365
protein localization to organelle

0.000698
36 / 250

GO:0034613
cellular protein localization

0.000677
55 / 430

GO:0034641
cellular nitrogen compound metabolic process

0.109143
197 / 2208

GO:0034645
cellular macromolecule biosynthetic process

0.694582
152 / 1897

GO:0034654
nucleobase−containing compound biosynthetic process

0.020655
122 / 1243

GO:0043170
macromolecule metabolic process

0.212266
284 / 3306

GO:0044237
cellular metabolic process

0.330995
361 / 4289

GO:0044238
primary metabolic process

0.565651
341 / 4141

GO:0044249
cellular biosynthetic process

0.965293
210 / 2794

GO:0044260
cellular macromolecule metabolic process

0.113582
277 / 3161

GO:0044271
cellular nitrogen compound biosynthetic process

0.054541
129 / 1370

GO:0044699
single−organism process

0.979588
351 / 4554

GO:0044765
single−organism transport

0.754658
83 / 1068

GO:0045184
establishment of protein localization

0.000605
61 / 487

GO:0046483
heterocycle metabolic process

0.089585
197 / 2193

GO:0046907
intracellular transport

0.000192
68 / 535

GO:0051179
localization
0.398655

114 / 1344

GO:0051234
establishment of localization

0.373772
109 / 1277

GO:0051641
cellular localization

0.000219
77 / 627

GO:0051649
establishment of localization in cell

0.000243
73 / 589

GO:0070585
protein localization to mitochondrion

5.94e−05
18 / 79

GO:0070727
cellular macromolecule localization

0.000997
55 / 437

GO:0071702
organic substance transport

0.051228
72 / 722

GO:0071704
organic substance metabolic process

0.458955
374 / 4498

GO:0071840
cellular component organization or biogenesis

0.675451
130 / 1621

GO:0072594
establishment of protein localization to organelle

0.000952
35 / 245

GO:0072655
establishment of protein localization to mitochondrion

5.94e−05
18 / 79

GO:0090304
nucleic acid metabolic process

0.039774
172 / 1848

GO:0097659
nucleic acid−templated transcription

0.007841
111 / 1082

GO:1901360
organic cyclic compound metabolic process

0.253037
203 / 2356

GO:1901362
organic cyclic compound biosynthetic process

0.103095
139 / 1524

GO:1901576
organic substance biosynthetic process

0.943120
222 / 2908

GO:1902578
single−organism localization

0.740973
84 / 1076

GO:1902580
single−organism cellular localization

0.002209
46 / 363

GO:1902582
single−organism intracellular transport

0.004343
56 / 477


