
GO:0003674
molecular_function

1.000000
829 / 10652

GO:0003824
catalytic activity

0.000903
421 / 4850

GO:0005198
structural molecule activity

0.107349
18 / 169

GO:0005200
structural constituent of cytoskeleton

0.007031
7 / 30

GO:0005488
binding

0.173082
426 / 5300

GO:0005507
copper ion binding

0.002989
23 / 160

GO:0005515
protein binding

0.223274
111 / 1331

GO:0016829
lyase activity

0.010202
26 / 207

GO:0016835
carbon−oxygen lyase activity

0.017572
14 / 97

GO:0016836
hydro−lyase activity

0.003900
10 / 49

GO:0043167
ion binding
0.952800

222 / 3115

GO:0043169
cation binding

0.290137
132 / 1620

GO:0046872
metal ion binding

0.313246
122 / 1502

GO:0046914
transition metal ion binding

0.296351
100 / 1219

GO:0046982
protein heterodimerization activity

0.006977
6 / 23

GO:0046983
protein dimerization activity

0.202388
17 / 175


