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molecular_function
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GO:0003735
structural constituent of ribosome

2.34e−07
65 / 299

GO:0003824
catalytic activity

0.032379
574 / 4710

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.000239
53 / 284

GO:0004672
protein kinase activity

0.001097
93 / 594

GO:0004674
protein serine/threonine kinase activity

0.000129
87 / 515

GO:0005198
structural molecule activity

5.48e−06
73 / 379

GO:0005488
binding

0.048114
637 / 5281

GO:0005515
protein binding

0.046570
174 / 1345

GO:0016301
kinase activity

0.007660
103 / 712

GO:0016740
transferase activity

0.001409
242 / 1771

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.022557
115 / 837

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.003634
101 / 679

GO:0016787
hydrolase activity

0.494106
194 / 1680

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.000484
54 / 299

GO:0032403
protein complex binding

0.000268
13 / 39

GO:0044877
macromolecular complex binding

0.021187
14 / 68


