
GO:0000166

nucleotide binding

6.33e−05
308 / 1569

GO:0001882

nucleoside binding

0.000137

226 / 1120

GO:0001883

purine nucleoside binding

0.000103
226 / 1115

GO:0003674

molecular_function

1.000000

1482 / 9099

GO:0005488

binding

2.55e−09

820 / 4400

GO:0005515

protein binding

6.65e−06
242 / 1160

GO:0005524

ATP binding

6.20e−06

199 / 924

GO:0017076

purine nucleotide binding

6.74e−05

228 / 1119

GO:0030554

adenyl nucleotide binding

0.000104

208 / 1015

GO:0032549

ribonucleoside binding

0.000137
226 / 1120

GO:0032550

purine ribonucleoside binding

0.000103

226 / 1115

GO:0032553

ribonucleotide binding

2.82e−05

232 / 1127

GO:0032555

purine ribonucleotide binding

0.000103

226 / 1115

GO:0032559

adenyl ribonucleotide binding

0.000129

207 / 1013

GO:0035639

purine ribonucleoside triphosphate binding

6.08e−06
218 / 1027

GO:0036094

small molecule binding

2.74e−05
318 / 1610

GO:0043167

ion binding

3.53e−08
483 / 2438

GO:0043168

anion binding

8.38e−06

277 / 1358

GO:0097159

organic cyclic compound binding

0.001044
523 / 2896

GO:0097367

carbohydrate derivative binding

4.58e−05
234 / 1146

GO:1901265

nucleoside phosphate binding

6.33e−05

308 / 1569

GO:1901363

heterocyclic compound binding

0.001275
521 / 2890


