
GO:0000079
regulation of cyclin−dependent protein serine/threonine kina...

0.02597
3 / 25

GO:0001932
regulation of protein phosphorylation

0.05304
3 / 33

GO:0001933
negative regulation of protein phosphorylation

0.01415
3 / 20

GO:0006082
organic acid metabolic process

0.14428
20 / 599

GO:0006464
cellular protein modification process

0.52101
20 / 765

GO:0006468
protein phosphorylation

0.29419
10 / 313

GO:0006469
negative regulation of protein kinase activity

0.01225
3 / 19

GO:0006629
lipid metabolic process

0.00194
26 / 550

GO:0006631
fatty acid metabolic process

0.00174
10 / 128

GO:0006793
phosphorus metabolic process

0.09505
27 / 804

GO:0006796
phosphate−containing compound metabolic process

0.09781
26 / 772

GO:0007049
cell cycle
0.31684
9 / 284

GO:0007275
multicellular organismal development

0.50224
29 / 1104

GO:0008150
biological_process

1.00000
187 / 7209

GO:0008152
metabolic process

0.64286
102 / 4007

GO:0009888
tissue development

0.04663
16 / 391

GO:0009892
negative regulation of metabolic process

0.42570
8 / 276

GO:0009987
cellular process

0.14208
119 / 4295

GO:0010026
trichome differentiation

0.00234
6 / 53

GO:0010563
negative regulation of phosphorus metabolic process

0.01619
3 / 21

GO:0010605
negative regulation of macromolecule metabolic process

0.47340
7 / 250

GO:0016310
phosphorylation

0.39149
11 / 378

GO:0019220
regulation of phosphate metabolic process

0.01287
6 / 75

GO:0019222
regulation of metabolic process

0.67278
27 / 1109

GO:0019538
protein metabolic process

0.39046
38 / 1392

GO:0019752
carboxylic acid metabolic process

0.10248
20 / 571

GO:0030154
cell differentiation

0.21323
12 / 356

GO:0031323
regulation of cellular metabolic process

0.65480
23 / 941

GO:0031324
negative regulation of cellular metabolic process

0.37576
6 / 191

GO:0031399
regulation of protein modification process

0.01633
6 / 79

GO:0031400
negative regulation of protein modification process

0.01840
3 / 22

GO:0032268
regulation of cellular protein metabolic process

0.05485
6 / 105

GO:0032269
negative regulation of cellular protein metabolic process

0.05711
3 / 34

GO:0032501
multicellular organismal process

0.51468
31 / 1187

GO:0032502
developmental process

0.34079
36 / 1290

GO:0032787
monocarboxylic acid metabolic process

0.10165
15 / 404

GO:0033673
negative regulation of kinase activity

0.01225
3 / 19

GO:0036211
protein modification process

0.52101
20 / 765

GO:0042325
regulation of phosphorylation

0.05304
3 / 33

GO:0042326
negative regulation of phosphorylation

0.01415
3 / 20

GO:0042335
cuticle development

0.00318
3 / 12

GO:0043086
negative regulation of catalytic activity

0.09975
3 / 43

GO:0043170
macromolecule metabolic process

0.66153
65 / 2592

GO:0043412
macromolecule modification

0.46578
25 / 934

GO:0043436
oxoacid metabolic process

0.14263
20 / 598

GO:0043549
regulation of kinase activity

0.04536
3 / 31

GO:0044092
negative regulation of molecular function

0.12183
3 / 47

GO:0044237
cellular metabolic process

0.44774
89 / 3378

GO:0044238
primary metabolic process

0.58243
85 / 3312

GO:0044255
cellular lipid metabolic process

0.00834
20 / 433

GO:0044260
cellular macromolecule metabolic process

0.62624
62 / 2452

GO:0044267
cellular protein metabolic process

0.40143
35 / 1284

GO:0044281
small molecule metabolic process

0.18415
28 / 906

GO:0044699
single−organism process

0.07956
107 / 3740

GO:0044707
single−multicellular organism process

0.53196
29 / 1118

GO:0044710
single−organism metabolic process

0.26067
59 / 2105

GO:0044763
single−organism cellular process

0.03043
87 / 2855

GO:0044767
single−organism developmental process

0.34749
35 / 1256

GO:0045736
negative regulation of cyclin−dependent protein serine/threo...

0.00405
3 / 13

GO:0045786
negative regulation of cell cycle

0.01225
3 / 19

GO:0045859
regulation of protein kinase activity

0.04536
3 / 31

GO:0045936
negative regulation of phosphate metabolic process

0.01619
3 / 21

GO:0048519
negative regulation of biological process

0.65105
10 / 418

GO:0048523
negative regulation of cellular process

0.37784
8 / 264

GO:0048856
anatomical structure development

0.30032
33 / 1156

GO:0048869
cellular developmental process

0.32303
14 / 466

GO:0050789
regulation of biological process

0.30070
50 / 1793

GO:0050790
regulation of catalytic activity

0.03979
6 / 97

GO:0050794
regulation of cellular process

0.21053
45 / 1545

GO:0051174
regulation of phosphorus metabolic process

0.01287
6 / 75

GO:0051246
regulation of protein metabolic process

0.06581
6 / 110

GO:0051248
negative regulation of protein metabolic process

0.05711
3 / 34

GO:0051338
regulation of transferase activity

0.04913
3 / 32

GO:0051348
negative regulation of transferase activity

0.01225
3 / 19

GO:0051726
regulation of cell cycle

0.09410
6 / 121

GO:0060255
regulation of macromolecule metabolic process

0.69716
23 / 962

GO:0065007
biological regulation

0.19511
56 / 1942

GO:0065009
regulation of molecular function

0.06352
6 / 109

GO:0071704
organic substance metabolic process

0.52606
93 / 3583

GO:0071900
regulation of protein serine/threonine kinase activity

0.04536
3 / 31

GO:0071901
negative regulation of protein serine/threonine kinase activ...

0.01225
3 / 19

GO:0080090
regulation of primary metabolic process

0.65480
23 / 941

GO:0090558
plant epidermis development

0.02244
11 / 213


