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3.38e−05
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13 / 63
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primary active transmembrane transporter activity
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P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.020738
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P−P−bond−hydrolysis−driven protein transmembrane transporter...
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9 / 28
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macromolecule transmembrane transporter activity

0.001015
9 / 30
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substrate−specific transmembrane transporter activity
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46 / 398

GO:0022892
substrate−specific transporter activity
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0.040987
327 / 3326


