
GO:0003674
molecular_function

1.00000
58 / 8789

GO:0003756
protein disulfide isomerase activity

0.06410
1 / 10

GO:0003824
catalytic activity

0.35677
28 / 3959

GO:0005215
transporter activity

0.42577
5 / 647

GO:0005488
binding
0.34234
31 / 4388

GO:0005509
calcium ion binding

0.04092
3 / 116

GO:0005515
protein binding

0.25404
10 / 1190

GO:0008324
cation transmembrane transporter activity

0.18520
3 / 225

GO:0015075
ion transmembrane transporter activity

0.19378
4 / 346

GO:0016853
isomerase activity

0.12531
2 / 93

GO:0016860
intramolecular oxidoreductase activity

0.14142
1 / 23

GO:0016864
intramolecular oxidoreductase activity, transposing S−S bond...

0.06410
1 / 10

GO:0022857
transmembrane transporter activity

0.43671
4 / 510

GO:0022890
inorganic cation transmembrane transporter activity

0.23837
2 / 141

GO:0022891
substrate−specific transmembrane transporter activity

0.29425
4 / 416

GO:0022892
substrate−specific transporter activity

0.20181
5 / 474

GO:0043167
ion binding

0.07555
22 / 2503

GO:0043169
cation binding

0.07690
13 / 1297

GO:0046872
metal ion binding

0.16334
11 / 1205

GO:0046873
metal ion transmembrane transporter activity

0.13642
2 / 98

GO:0046915
transition metal ion transmembrane transporter activity

0.00612
2 / 18

GO:0046983
protein dimerization activity

0.00318
5 / 152

GO:0072509
divalent inorganic cation transmembrane transporter activity

0.02585
2 / 38


