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RNA binding
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NADH dehydrogenase (ubiquinone) activity

0.02354
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oxidoreductase activity
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29 / 653
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oxidoreductase activity, acting on NAD(P)H
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oxidoreductase activity, acting on NAD(P)H, quinone or simil...
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hydrolase activity

0.73529
32 / 1055
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hydrolase activity, acting on ester bonds
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7 / 325
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rRNA binding

0.01734
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pyridoxal phosphate binding

0.00163
6 / 39
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ion binding
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58 / 1841
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anion binding

0.73314
30 / 991

GO:0048037
cofactor binding

0.01271
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NADH dehydrogenase (quinone) activity

0.02704
3 / 20
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organic cyclic compound binding
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78 / 2273
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heterocyclic compound binding

0.37685
78 / 2272


