
GO:0001871
pattern binding

5.34e−08
14 / 15

GO:0003674
molecular_function

1.000000
2472 / 9712

GO:0003676
nucleic acid binding

0.999996
293 / 1411

GO:0003723
RNA binding

0.000179
121 / 357

GO:0003727
single−stranded RNA binding

0.000814
15 / 27

GO:0003824
catalytic activity

8.92e−15
1203 / 4084

GO:0005488
binding

0.738364
1134 / 4507

GO:0008187
poly−pyrimidine tract binding

3.87e−06
12 / 14

GO:0016853
isomerase activity

3.31e−06
55 / 124

GO:0030246
carbohydrate binding

0.001083
31 / 73

GO:0030247
polysaccharide binding

5.34e−08
14 / 15

GO:0097159
organic cyclic compound binding

0.929612
711 / 2905

GO:1901363
heterocyclic compound binding

0.929566
710 / 2901


