
GO:0003674
molecular_function

1.000000
3793 / 11286

GO:0003824
catalytic activity

3.83e−05
1619 / 4526

GO:0005488
binding

0.000625
1840 / 5233

GO:0005515
protein binding

1.86e−12
585 / 1393

GO:0016740
transferase activity

0.002375
660 / 1807

GO:0016757
transferase activity, transferring glycosyl groups

4.01e−10
173 / 350

GO:0016853
isomerase activity

0.000168
61 / 123

GO:0016860
intramolecular oxidoreductase activity

4.45e−05
19 / 26

GO:0051082
unfolded protein binding

1.03e−05
40 / 67


