
GO:0003674
molecular_function

1.000000
1673 / 12797

GO:0003676
nucleic acid binding

0.004906
283 / 1890

GO:0003723
RNA binding

0.000169
95 / 509

GO:0003735
structural constituent of ribosome

< 1e−20
124 / 329

GO:0003756
protein disulfide isomerase activity

2.6e−05
9 / 15

GO:0003824
catalytic activity

0.996142
604 / 4994

GO:0005198
structural molecule activity

< 1e−20
132 / 409

GO:0005488
binding

0.095446
806 / 5971

GO:0016853
isomerase activity

0.008047
31 / 153

GO:0016860
intramolecular oxidoreductase activity

0.000816
12 / 34

GO:0016864
intramolecular oxidoreductase activity, transposing S−S bond...

2.6e−05
9 / 15

GO:0097159
organic cyclic compound binding

0.037712
543 / 3910

GO:1901363
heterocyclic compound binding

0.052660
539 / 3901


