
GO:0000975
regulatory region DNA binding

0.004595
5 / 26

GO:0001067
regulatory region nucleic acid binding

0.004595
5 / 26

GO:0003674
molecular_function

1.000000
375 / 8659

GO:0003676
nucleic acid binding

0.696731
51 / 1247

GO:0003677
DNA binding

0.309685
38 / 805

GO:0003824
catalytic activity

0.426148
151 / 3436

GO:0005215
transporter activity

0.617957
21 / 507

GO:0005488
binding

0.779438
169 / 4059

GO:0015144
carbohydrate transmembrane transporter activity

0.007462
7 / 53

GO:0015154
disaccharide transmembrane transporter activity

0.000590
4 / 10

GO:0015157
oligosaccharide transmembrane transporter activity

0.000896
4 / 11

GO:0016787
hydrolase activity

0.054920
63 / 1198

GO:0016788
hydrolase activity, acting on ester bonds

0.005552
27 / 371

GO:0022857
transmembrane transporter activity

0.228127
21 / 406

GO:0022891
substrate−specific transmembrane transporter activity

0.300219
17 / 339

GO:0022892
substrate−specific transporter activity

0.516692
17 / 388

GO:0030599
pectinesterase activity

0.001841
8 / 53

GO:0044212
transcription regulatory region DNA binding

0.003846
5 / 25

GO:0051119
sugar transmembrane transporter activity

0.004287
7 / 48

GO:0052689
carboxylic ester hydrolase activity

0.000577
12 / 92

GO:0097159
organic cyclic compound binding

0.949649
99 / 2601

GO:1901363
heterocyclic compound binding

0.947573
99 / 2597

GO:1901476
carbohydrate transporter activity

0.007462
7 / 53


