
GO:0003674
molecular_function

1.00000
582 / 8974

GO:0003676
nucleic acid binding

0.26814
97 / 1408

GO:0003723
RNA binding

0.02104
36 / 392

GO:0003727
single−stranded RNA binding

0.00022
8 / 27

GO:0003735
structural constituent of ribosome

< 1e−20
71 / 285

GO:0003824
catalytic activity

0.91240
221 / 3639

GO:0005198
structural molecule activity

< 1e−20
76 / 338

GO:0005488
binding
0.21362

292 / 4352

GO:0008187
poly−pyrimidine tract binding

8.40e−05
6 / 13

GO:0016491
oxidoreductase activity

0.06271
55 / 691

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

5.66e−05
18 / 99

GO:0048037
cofactor binding

2.47e−05
31 / 217

GO:0097159
organic cyclic compound binding

0.19851
198 / 2903

GO:1901363
heterocyclic compound binding

0.18867
198 / 2897


