
GO:0006725
cellular aromatic compound metabolic process

0.317439
175 / 2629

GO:0008150
biological_process

1.000000
667 / 10352

GO:0008152
metabolic process

0.323308
390 / 5957

GO:0009058
biosynthetic process

0.184263
229 / 3383

GO:0009698
phenylpropanoid metabolic process

0.095706
9 / 85

GO:0009699
phenylpropanoid biosynthetic process

0.023631
8 / 55

GO:0009804
coumarin metabolic process

1.14e−05
8 / 19

GO:0009805
coumarin biosynthetic process

6.99e−06
8 / 18

GO:0009812
flavonoid metabolic process

0.037240
12 / 105

GO:0009813
flavonoid biosynthetic process

0.023219
12 / 98

GO:0009889
regulation of biosynthetic process

0.013664
103 / 1301

GO:0009891
positive regulation of biosynthetic process

0.403089
20 / 289

GO:0009893
positive regulation of metabolic process

0.440935
23 / 341

GO:0009962
regulation of flavonoid biosynthetic process

0.000462
11 / 53

GO:0009963
positive regulation of flavonoid biosynthetic process

0.000184
11 / 48

GO:0009987
cellular process

0.338071
417 / 6385

GO:0016043
cellular component organization

0.427749
122 / 1860

GO:0018130
heterocycle biosynthetic process

0.036296
117 / 1556

GO:0019222
regulation of metabolic process

0.007506
127 / 1614

GO:0019438
aromatic compound biosynthetic process

0.040773
123 / 1651

GO:0019748
secondary metabolic process

0.307287
20 / 273

GO:0033036
macromolecule localization

0.204433
59 / 822

GO:0033037
polysaccharide localization

0.002080
10 / 54

GO:0042545
cell wall modification

0.109338
17 / 191

GO:0044237
cellular metabolic process

0.289502
335 / 5084

GO:0044238
primary metabolic process

0.136878
338 / 5026

GO:0044249
cellular biosynthetic process

0.182785
213 / 3137

GO:0044550
secondary metabolite biosynthetic process

0.260146
9 / 108

GO:0044699
single−organism process

0.114460
382 / 5689

GO:0044710
single−organism metabolic process

0.599975
203 / 3189

GO:0044711
single−organism biosynthetic process

0.390297
101 / 1523

GO:0044763
single−organism cellular process

0.218703
293 / 4391

GO:0045229
external encapsulating structure organization

0.090406
27 / 320

GO:0046483
heterocycle metabolic process

0.240814
169 / 2499

GO:0048518
positive regulation of biological process

0.157896
41 / 542

GO:0050789
regulation of biological process

0.001523
214 / 2796

GO:0051179
localization
0.170864

126 / 1808

GO:0051641
cellular localization

0.151293
62 / 845

GO:0052386
cell wall thickening

0.000157
8 / 26

GO:0052543
callose deposition in cell wall

0.000115
8 / 25

GO:0052545
callose localization

0.002080
10 / 54

GO:0065007
biological regulation

0.004958
222 / 2980

GO:0070727
cellular macromolecule localization

0.074397
48 / 604

GO:0071554
cell wall organization or biogenesis

0.172176
37 / 489

GO:0071555
cell wall organization

0.042288
27 / 296

GO:0071704
organic substance metabolic process

0.200033
359 / 5401

GO:0071840
cellular component organization or biogenesis

0.402007
134 / 2035

GO:0080090
regulation of primary metabolic process

0.016487
109 / 1396

GO:1901360
organic cyclic compound metabolic process

0.586224
174 / 2731

GO:1901362
organic cyclic compound biosynthetic process

0.093738
126 / 1755

GO:1901576
organic substance biosynthetic process

0.141746
223 / 3260


