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molecular_function

1.000000
935 / 8113

GO:0003735
structural constituent of ribosome

1.14e−18
86 / 280

GO:0003824
catalytic activity

0.834514
393 / 3526

GO:0005198
structural molecule activity

1.60e−17
97 / 350

GO:0005215
transporter activity

0.125349
71 / 540

GO:0005488
binding

0.111155
460 / 3835

GO:0008324
cation transmembrane transporter activity

0.082985
28 / 186

GO:0015075
ion transmembrane transporter activity

0.008879
46 / 282

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.007395
20 / 98

GO:0015078
hydrogen ion transmembrane transporter activity

0.000302
17 / 60

GO:0015399
primary active transmembrane transporter activity

0.182507
15 / 101

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.182507
15 / 101

GO:0016168
chlorophyll binding

2.70e−05
11 / 24

GO:0016462
pyrophosphatase activity

0.588961
41 / 364

GO:0016787
hydrolase activity

0.977606
116 / 1176

GO:0016817
hydrolase activity, acting on acid anhydrides

0.481295
44 / 376

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.443226
44 / 371

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.149692
12 / 75

GO:0016887
ATPase activity

0.223327
28 / 209

GO:0017111
nucleoside−triphosphatase activity

0.758932
37 / 353

GO:0019829
cation−transporting ATPase activity

0.000253
10 / 25

GO:0022804
active transmembrane transporter activity

0.282631
31 / 241

GO:0022857
transmembrane transporter activity

0.049254
60 / 423

GO:0022890
inorganic cation transmembrane transporter activity

0.015078
23 / 125

GO:0022891
substrate−specific transmembrane transporter activity

0.023326
52 / 344

GO:0022892
substrate−specific transporter activity

0.070675
55 / 393

GO:0042623
ATPase activity, coupled

0.400691
19 / 153

GO:0042625
ATPase activity, coupled to transmembrane movement of ions

0.003864
10 / 34

GO:0042626
ATPase activity, coupled to transmembrane movement of substa...

0.129607
12 / 73

GO:0043492
ATPase activity, coupled to movement of substances

0.129607
12 / 73

GO:0044769
ATPase activity, coupled to transmembrane movement of ions, ...

2.46e−05
10 / 20

GO:0046906
tetrapyrrole binding

0.000154
35 / 162

GO:0046933
proton−transporting ATP synthase activity, rotational mechan...

4.04e−06
9 / 14

GO:0097159
organic cyclic compound binding

0.087100
306 / 2494

GO:1901363
heterocyclic compound binding

0.090663
305 / 2488


