
GO:0000166
nucleotide binding

0.57487
602 / 1392

GO:0003674
molecular_function

1.00000
4012 / 9235

GO:0003824
catalytic activity

0.98608
1500 / 3569

GO:0005488
binding
0.69517

1790 / 4147

GO:0005509
calcium ion binding

0.00407
65 / 116

GO:0016787
hydrolase activity

0.87436
521 / 1241

GO:0016810
hydrolase activity, acting on carbon−nitrogen (but not pepti...

0.24011
21 / 42

GO:0016814
hydrolase activity, acting on carbon−nitrogen (but not pepti...

0.00334
9 / 10

GO:0017076
purine nucleotide binding

0.04853
488 / 1064

GO:0019239
deaminase activity

0.00334
9 / 10

GO:0030554
adenyl nucleotide binding

0.00793
459 / 974

GO:0032553
ribonucleotide binding

0.04781
489 / 1066

GO:0032555
purine ribonucleotide binding

0.03551
488 / 1059

GO:0032559
adenyl ribonucleotide binding

0.00729
459 / 973

GO:0036094
small molecule binding

0.55512
615 / 1420

GO:0043167
ion binding

0.13426
1033 / 2324

GO:0043169
cation binding

0.44756
520 / 1191

GO:0046872
metal ion binding

0.40552
479 / 1093

GO:0097159
organic cyclic compound binding

0.31111
1202 / 2741

GO:0097367
carbohydrate derivative binding

0.04784
497 / 1084

GO:1901265
nucleoside phosphate binding

0.57487
602 / 1392

GO:1901363
heterocyclic compound binding

0.30822
1200 / 2736


