
GO:0000155
phosphorelay sensor kinase activity

0.002748
4 / 13

GO:0000975
regulatory region DNA binding

0.034951
4 / 26

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.001977
4 / 12

GO:0001067
regulatory region nucleic acid binding

0.034951
4 / 26

GO:0003674
molecular_function

1.000000
528 / 10894

GO:0003676
nucleic acid binding

0.357280
78 / 1542

GO:0003677
DNA binding

0.036515
59 / 966

GO:0003824
catalytic activity

0.097177
223 / 4297

GO:0004672
protein kinase activity

0.179696
37 / 653

GO:0004673
protein histidine kinase activity

0.000365
5 / 14

GO:0004871
signal transducer activity

0.162936
11 / 162

GO:0004872
receptor activity

0.001347
10 / 67

GO:0005057
receptor signaling protein activity

0.353831
4 / 62

GO:0005488
binding

0.687570
247 / 5199

GO:0016301
kinase activity

0.166092
44 / 782

GO:0016740
transferase activity

0.136301
93 / 1723

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.265497
47 / 882

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.134118
43 / 747

GO:0016775
phosphotransferase activity, nitrogenous group as acceptor

0.000365
5 / 14

GO:0038023
signaling receptor activity

0.014829
7 / 54

GO:0043565
sequence−specific DNA binding

0.028652
17 / 212

GO:0044212
transcription regulatory region DNA binding

0.030713
4 / 25

GO:0060089
molecular transducer activity

0.044991
14 / 175

GO:0097159
organic cyclic compound binding

0.306451
166 / 3308

GO:1901363
heterocyclic compound binding

0.323971
165 / 3298


