
GO:0003674
molecular_function

1.00000
296 / 10098

GO:0003824
catalytic activity

0.00421
149 / 4309

GO:0004175
endopeptidase activity

0.00055
13 / 153

GO:0005488
binding
0.48473

136 / 4612

GO:0008233
peptidase activity

0.00680
16 / 274

GO:0016787
hydrolase activity

0.22417
50 / 1533

GO:0030170
pyridoxal phosphate binding

0.00105
7 / 55

GO:0043167
ion binding

0.06197
86 / 2528

GO:0043168
anion binding

0.11669
49 / 1414

GO:0048037
cofactor binding

0.02630
14 / 268

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.00414
16 / 260

GO:0097159
organic cyclic compound binding

0.74260
85 / 3057

GO:1901363
heterocyclic compound binding

0.73652
85 / 3052


