
GO:0003674
molecular_function

1.000000
2737 / 8753

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

6.27e−06
22 / 31

GO:0003824
catalytic activity

6.70e−16
1338 / 3728

GO:0005488
binding

0.987190
1185 / 3942

GO:0016168
chlorophyll binding

4.63e−06
18 / 23

GO:0016787
hydrolase activity

0.000360
453 / 1280

GO:0016788
hydrolase activity, acting on ester bonds

0.000126
159 / 399

GO:0016853
isomerase activity

6.83e−07
65 / 124

GO:0016859
cis−trans isomerase activity

1.41e−05
22 / 32

GO:0042578
phosphoric ester hydrolase activity

4.13e−06
82 / 172

GO:0046906
tetrapyrrole binding

0.000739
87 / 208

GO:0097159
organic cyclic compound binding

0.999993
676 / 2429

GO:1901363
heterocyclic compound binding

0.999994
674 / 2423


