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structural constituent of ribosome
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catalytic activity
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metalloendopeptidase activity

0.000226
14 / 17

GO:0005198
structural molecule activity
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copper ion binding
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peptidase activity
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metallopeptidase activity
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protein disulfide oxidoreductase activity
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GO:0015036
disulfide oxidoreductase activity
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oxidoreductase activity
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247 / 637

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors
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hydrolase activity
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ion binding
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cation binding
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metal ion binding
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GO:0046914
transition metal ion binding
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GO:0070011
peptidase activity, acting on L−amino acid peptides

0.010754
99 / 217


