
GO:0001071
nucleic acid binding transcription factor activity

0.001199
97 / 586

GO:0003674
molecular_function

1.000000
852 / 6882

GO:0003676
nucleic acid binding

0.120979
132 / 972

GO:0003677
DNA binding

0.025289
97 / 651

GO:0003700
sequence−specific DNA binding transcription factor activity

0.001199
97 / 586

GO:0003824
catalytic activity

0.900587
312 / 2654

GO:0003954
NADH dehydrogenase activity

0.002464
8 / 21

GO:0005488
binding

0.003770
431 / 3183

GO:0008137
NADH dehydrogenase (ubiquinone) activity

0.002747
7 / 17

GO:0016491
oxidoreductase activity

0.822628
53 / 476

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.116215
11 / 60

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.017821
7 / 23

GO:0043565
sequence−specific DNA binding

0.000275
33 / 144

GO:0050136
NADH dehydrogenase (quinone) activity

0.004021
7 / 18

GO:0097159
organic cyclic compound binding

0.018915
279 / 2039

GO:1901363
heterocyclic compound binding

0.021285
278 / 2036


