
GO:0006139
nucleobase−containing compound metabolic process

0.035379
485 / 1405

GO:0006351
transcription, DNA−templated

2.02e−05
321 / 826

GO:0006354
DNA−templated transcription, elongation

9.66e−14
61 / 85

GO:0006629
lipid metabolic process

0.239101
218 / 645

GO:0006643
membrane lipid metabolic process

0.000182
48 / 95

GO:0006664
glycolipid metabolic process

1.16e−05
43 / 76

GO:0006725
cellular aromatic compound metabolic process

0.084121
567 / 1674

GO:0006807
nitrogen compound metabolic process

0.061419
604 / 1778

GO:0006950
response to stress

0.013392
466 / 1329

GO:0007154
cell communication

0.003912
273 / 740

GO:0008150
biological_process

1.000000
2079 / 6400

GO:0008152
metabolic process

0.021505
1314 / 3930

GO:0008610
lipid biosynthetic process

0.444918
146 / 444

GO:0009058
biosynthetic process

0.004111
814 / 2357

GO:0009059
macromolecule biosynthetic process

6.13e−05
523 / 1423

GO:0009247
glycolipid biosynthetic process

2.02e−06
41 / 68

GO:0009267
cellular response to starvation

4.06e−07
62 / 112

GO:0009605
response to external stimulus

0.011279
266 / 733

GO:0009987
cellular process

0.021926
1374 / 4117

GO:0009991
response to extracellular stimulus

0.000161
67 / 142

GO:0010467
gene expression

0.012122
373 / 1050

GO:0016036
cellular response to phosphate starvation

3.08e−07
43 / 69

GO:0016070
RNA metabolic process

0.005857
395 / 1104

GO:0018130
heterocycle biosynthetic process

0.001923
384 / 1056

GO:0019374
galactolipid metabolic process

2.19e−07
39 / 60

GO:0019375
galactolipid biosynthetic process

1.11e−07
39 / 59

GO:0019438
aromatic compound biosynthetic process

0.001565
407 / 1121

GO:0031667
response to nutrient levels

1.97e−06
65 / 123

GO:0031668
cellular response to extracellular stimulus

6.22e−05
66 / 136

GO:0031669
cellular response to nutrient levels

4.73e−07
64 / 117

GO:0032774
RNA biosynthetic process

2.27e−05
321 / 827

GO:0033554
cellular response to stress

0.001192
185 / 475

GO:0034641
cellular nitrogen compound metabolic process

0.054260
546 / 1599

GO:0034645
cellular macromolecule biosynthetic process

7.43e−05
509 / 1384

GO:0034654
nucleobase−containing compound biosynthetic process

0.000100
339 / 892

GO:0042594
response to starvation

9.32e−07
62 / 114

GO:0043170
macromolecule metabolic process

0.081608
827 / 2466

GO:0044237
cellular metabolic process

0.046591
1125 / 3365

GO:0044238
primary metabolic process

0.004872
1116 / 3285

GO:0044249
cellular biosynthetic process

0.015721
741 / 2162

GO:0044255
cellular lipid metabolic process

0.589236
169 / 526

GO:0044260
cellular macromolecule metabolic process

0.043452
785 / 2320

GO:0044271
cellular nitrogen compound biosynthetic process

0.001616
380 / 1042

GO:0044699
single−organism process

9.21e−05
1284 / 3739

GO:0044710
single−organism metabolic process

0.006053
779 / 2258

GO:0044711
single−organism biosynthetic process

0.170248
424 / 1260

GO:0044763
single−organism cellular process

0.028726
992 / 2943

GO:0046467
membrane lipid biosynthetic process

9.19e−05
43 / 81

GO:0046483
heterocycle metabolic process

0.061567
542 / 1590

GO:0050896
response to stimulus

0.017912
745 / 2177

GO:0051716
cellular response to stimulus

0.002278
355 / 973

GO:0071496
cellular response to external stimulus

4.04e−05
67 / 137

GO:0071704
organic substance metabolic process

0.009886
1199 / 3556

GO:0090304
nucleic acid metabolic process

0.016503
436 / 1243

GO:0097659
nucleic acid−templated transcription

2.02e−05
321 / 826

GO:1901135
carbohydrate derivative metabolic process

0.103663
180 / 513

GO:1901137
carbohydrate derivative biosynthetic process

0.005768
115 / 291

GO:1901360
organic cyclic compound metabolic process

0.078414
591 / 1745

GO:1901362
organic cyclic compound biosynthetic process

0.002830
431 / 1200

GO:1901576
organic substance biosynthetic process

0.001760
789 / 2266

GO:1903509
liposaccharide metabolic process

2.78e−05
43 / 78


