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5.01e−19
94 / 154

GO:0006139
nucleobase−containing compound metabolic process

1.28e−07
884 / 2872

GO:0006725
cellular aromatic compound metabolic process

1.76e−08
1026 / 3347
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nitrogen compound metabolic process

6.23e−09
1045 / 3400
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biological_process
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0.002647
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RNA modification

3.73e−11
118 / 257
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response to endogenous stimulus

1.67e−09
417 / 1215

GO:0009987
cellular process

0.000198
2296 / 8190

GO:0010033
response to organic substance

8.27e−12
614 / 1828

GO:0010200
response to chitin

9.04e−19
173 / 356

GO:0010243
response to organonitrogen compound

8.00e−17
173 / 369

GO:0016070
RNA metabolic process

4.38e−08
701 / 2216
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methylation
5.79e−15
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GO:0034641
cellular nitrogen compound metabolic process

3.67e−08
967 / 3148

GO:0042221
response to chemical

1.60e−12
802 / 2453

GO:0043170
macromolecule metabolic process

0.002385
1428 / 5037

GO:0043412
macromolecule modification

0.007400
592 / 2028

GO:0043414
macromolecule methylation

1.57e−14
188 / 429

GO:0044237
cellular metabolic process

4.23e−06
1854 / 6454

GO:0044238
primary metabolic process

0.001508
1810 / 6433

GO:0044260
cellular macromolecule metabolic process

0.000446
1354 / 4720

GO:0046483
heterocycle metabolic process

2.89e−08
964 / 3134

GO:0050896
response to stimulus

1.24e−09
1285 / 4235

GO:0071704
organic substance metabolic process

0.000209
1960 / 6936

GO:0090304
nucleic acid metabolic process

6.09e−07
785 / 2545

GO:1901360
organic cyclic compound metabolic process

1.65e−08
1067 / 3492

GO:1901698
response to nitrogen compound

3.40e−12
243 / 616

GO:1901700
response to oxygen−containing compound

1.14e−11
539 / 1579


