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pattern binding
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10 / 15

GO:0003674
molecular_function

1.0000
1451 / 10018

GO:0003824
catalytic activity

4.36e−14
729 / 4131

GO:0005488
binding
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685 / 4611

GO:0016491
oxidoreductase activity

1.17e−05
162 / 822
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isomerase activity

1.37e−06
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carbohydrate binding
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