
GO:0003674
molecular_function

1.000000
167 / 9349

GO:0003676
nucleic acid binding

0.098453
30 / 1325

GO:0003723
RNA binding

0.000738
16 / 362

GO:0003735
structural constituent of ribosome

2.70e−10
23 / 265

GO:0003824
catalytic activity

0.294042
72 / 3813

GO:0004175
endopeptidase activity

0.009335
7 / 132

GO:0004190
aspartic−type endopeptidase activity

0.000412
5 / 36

GO:0005198
structural molecule activity

7.46e−09
24 / 341

GO:0005488
binding

0.667434
78 / 4494

GO:0008233
peptidase activity

0.097350
7 / 219

GO:0016787
hydrolase activity

0.389819
25 / 1308

GO:0070001
aspartic−type peptidase activity

0.000412
5 / 36

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.079061
7 / 208

GO:0097159
organic cyclic compound binding

0.319274
56 / 2953

GO:1901363
heterocyclic compound binding

0.307494
56 / 2942


