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nucleic acid binding
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233 / 1425

GO:0003723
RNA binding
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71 / 349
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single−stranded RNA binding
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1.84e−05
853 / 4465
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9.74e−05
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913 / 5046
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poly−pyrimidine tract binding
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8 / 13
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354 / 1737
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organic cyclic compound binding
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551 / 3195
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heterocyclic compound binding
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548 / 3184


