
GO:0000166
nucleotide binding

0.039435
254 / 1364

GO:0001882
nucleoside binding

0.036954
185 / 972

GO:0001883
purine nucleoside binding

0.042701
183 / 965

GO:0003674
molecular_function

1.000000
1398 / 8251

GO:0003824
catalytic activity

3.9e−05
625 / 3295

GO:0005488
binding

0.015340
703 / 3929

GO:0005515
protein binding

0.006298
216 / 1099

GO:0005524
ATP binding

0.003721
163 / 797

GO:0016740
transferase activity

0.003602
249 / 1269

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.001040
133 / 615

GO:0017076
purine nucleotide binding

0.040421
184 / 969

GO:0030554
adenyl nucleotide binding

0.009311
174 / 876

GO:0032549
ribonucleoside binding

0.043244
184 / 971

GO:0032550
purine ribonucleoside binding

0.042701
183 / 965

GO:0032553
ribonucleotide binding

0.039578
185 / 974

GO:0032555
purine ribonucleotide binding

0.042701
183 / 965

GO:0032559
adenyl ribonucleotide binding

0.008901
174 / 875

GO:0035639
purine ribonucleoside triphosphate binding

0.023487
172 / 887

GO:0036094
small molecule binding

0.025955
264 / 1407

GO:0043167
ion binding
0.006370

389 / 2074

GO:0043168
anion binding

0.012903
225 / 1167

GO:0051082
unfolded protein binding

0.000192
24 / 68

GO:0097159
organic cyclic compound binding

0.236106
450 / 2586

GO:0097367
carbohydrate derivative binding

0.029263
191 / 999

GO:1901265
nucleoside phosphate binding

0.039435
254 / 1364

GO:1901363
heterocyclic compound binding

0.226279
450 / 2583


