
GO:0003674
molecular_function

1.000000
632 / 11125

GO:0003824
catalytic activity

0.111013
276 / 4591

GO:0004175
endopeptidase activity

0.201080
13 / 176

GO:0004197
cysteine−type endopeptidase activity

0.004422
5 / 20

GO:0004806
triglyceride lipase activity

0.000854
6 / 21

GO:0005488
binding

0.904343
286 / 5306

GO:0008233
peptidase activity

0.047054
25 / 309

GO:0008234
cysteine−type peptidase activity

0.011457
10 / 77

GO:0016298
lipase activity

0.009576
10 / 75

GO:0016787
hydrolase activity

0.663096
91 / 1659

GO:0016788
hydrolase activity, acting on ester bonds

0.185031
32 / 477

GO:0016829
lyase activity

0.003558
21 / 195

GO:0030170
pyridoxal phosphate binding

0.000804
10 / 54

GO:0043167
ion binding
0.744542
159 / 2915

GO:0043168
anion binding

0.681111
87 / 1595

GO:0048037
cofactor binding

0.094219
21 / 272

GO:0052689
carboxylic ester hydrolase activity

0.104230
9 / 98

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.076306
23 / 295

GO:0097159
organic cyclic compound binding

0.982549
168 / 3361

GO:1901363
heterocyclic compound binding

0.980276
168 / 3351

GO:1901681
sulfur compound binding

0.003477
5 / 19


