
GO:0003674
molecular_function

1.000000
152 / 9400

GO:0003824
catalytic activity

0.003720
73 / 3493

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.026022
7 / 179

GO:0004568
chitinase activity

0.000458
3 / 10

GO:0005488
binding

0.289354
73 / 4275

GO:0005506
iron ion binding

0.010876
8 / 187

GO:0016787
hydrolase activity

0.026842
28 / 1196

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.036994
7 / 193

GO:0020037
heme binding

0.006956
8 / 173

GO:0043167
ion binding
0.051070
45 / 2219

GO:0043169
cation binding

0.310380
22 / 1210

GO:0046872
metal ion binding

0.466531
19 / 1131

GO:0046906
tetrapyrrole binding

0.011895
8 / 190

GO:0046914
transition metal ion binding

0.194382
19 / 950

GO:0097159
organic cyclic compound binding

0.062613
53 / 2716

GO:1901363
heterocyclic compound binding

0.061160
53 / 2712


